In the title compound, 2C 11 H 10 N 3 O 4 S + ÁSiF 6
2À
, the short C-N distance [1.386 (2) Å ] is indicative of a slight conjugation of N with the electrons of the pyridinium ring, and with those of the sulfonyl group. The dihedral angle between the benzene and pyridinium rings is 77.48 (7) . The crystal structure is stabilized by N-HÁ Á ÁF and C-HÁ Á ÁF hydrogen bonds. The Si atom of the anion lies on a special position.
Related literature
For zwitterionic forms of N-arylbenzenesulfonamides, see: Li et al. (2007) ; Yu & Li (2007) . For reference geometric data, see: Allen et al. (1987) . Damiano et al. (2007) describe the use of pyridinium derivatives for the construction of supramolecular architectures.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). the crystal structure of the title compound, 4-(2-nitrophenylsulfonylamino)pyridinium hexafluorosilicate (Fig. 1 ).
In the cations of the title compound the short C-N distance [N2-C1 = 1.386 (2) Å] has a value between those of a typical C═N double and C-N single bond (1.47-1.50 Å and 1.34-1.38 Å, respectively; Allen et al., 1987) . This might be indicative of a slight conjugation of N with π electrons of the pyridinium ring, and with those of the sulfonyl group.
The dihedral angle between the benzene ring and the pyridinium ring is 77.48 (7)°. The crystal structure is stabilized by N-H···F and C-H···F hydrogen bonds (Table 1) .
A solution of 2-nitrobenzenesulfonyl chloride (2.2 g, 10 mmol) in CH 2 Cl 2 (10 ml) was added dropwise to a suspension of 4-aminopyridine (0.9 g, 10 mmol) in CH 2 Cl 2 (10 ml) at room temperature with stirring. The reaction mixture was stirred overnight. The yellow solid obtained was washed with warm water to obtain the title compound in a yield of 55.3%. A colorless single crystal suitable for X-ray analysis was obtained by slow evaporation of a fluorosilicic acid (10%) solution at room temperature over a period of a week.
Refinement
The N-bound H atoms were located in a difference density Fourier map and freely refined. The C-bound H atoms were positioned geometrically (C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (C). Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculat- (8 0.0505 (9) 0.0225 (7) 0.0248 (7) 0.0093 (6) 0.0110 (6) 0.0072 (5) 
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